BEXEWH AR /Beyotime Biotechnology
ITE#R4%: 400-1683301800-8283301
iT#%e-mail: order@beyotime.com
BEARZM: info@beyotime.com
ME: http://www.beyotime.com

\0-%%&

“s1" Beyotime

Mouse Sp7 qPCR Primer Pair

7 S 7 AR (2ES
QM52346S Mouse Sp7 qPCR Primer Pair 200X
FEamiE T
> Mouse Sp7 qPCR Primer Pair, HUNESp7 qPCR3IVIN, TZHTHTSYBR GreenfJgPCR. One-Step qRT-PCRE(semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAIG Y,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FAPRR 7T 5 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2RI A2, I B IDNALS & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTFSYBR GreenfFuklz, 5IMEXREE, KRFS W= RAEZRIFLNS VLB, RATRIPDFELRIE, FeRtkE
f, V8RR, S _RETERLERK, qPCREIEREE; RRF5IN—MBEREESMNE T (Span exon junctions), G 1%
HFNZDNA (gDNA)MIPIHE[3,4]; ARFINSIWr=RdkEFEE, JLPFES TITE AFV/MEBER; 5190 Tm{EZ60°C, KEZH
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name Sp7 transcription factor 7
Gene Symbol Sp7
Synonyms C22; Osx; 6430578P22Rik
Organism Mouse
Gene ID 170574
UniProt ID Q8VI67

Main Accession No. NM_130458
BC113150, NM_130458, NM_130458.1, NM_130458.2, NM_130458.3, NM_130458.4,
NM_001348205
Map Location 15; 15 F3
Pathway

Other Accession No.

Enables DEAD/H-box RNA helicase binding activity; DNA-binding transcription
activator activity, RNA polymerase II-specific; and RNA polymerase II cis-regulatory
region sequence-specific DNA binding activity. Involved in positive regulation of
transcription by RNA polymerase II. Acts upstream of or within osteoblast
differentiation and regulation of transcription by RNA polymerase II. Located in
cytoplasm and nucleus. Is expressed in several structures, including central nervous
system; facial prominence mesenchyme; genitourinary system; jaw; and skeleton.
Human ortholog(s) of this gene implicated in osteogenesis imperfecta type 12.
Orthologous to human SP7 (Sp7 transcription factor). [provided by Alliance of Genome
Resources, Apr 2022]

Gene Summary

Amplicon Information
Amplicon Length (bp) | 138
NCBI mRNA ID NM_130458.4
NCBI Protein ID NP_569725.1
Ensembl Transcript ID | ENSMUST00000078508.7




Ensembl Gene ID ENSMUSG00000060284.8
Ensembl mRNA ID Sp7-201
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AREI
> PCRY YK E R e RE R F G L ML MG E R,
> BARARRYS Y= R R R EES, (BB TRRZ(Melt curve) 7 ARREY M IR 7. QR IA— NG fgeh

Sl O LAY IR KR FE R EEDNA VI TmAE), WiRHRE —REa—/; RGN IINE, ZIgsiglE, ATaER 5%

TRIREAER Y. FRAEEFADNAG S, B MOREAE G, BIOR BN SIS B (No template control, NTC),

RV BT A 22 o B2 BRASAR DASNIT R G IR L EEL 57, ARARARE S FLAT TN FRF LB R I ZRI E 5, FTAIBT R SRS 1Y _RIAsH T

HIARR Y 1,

> HRMAKRTEEY W5, HESERPHE 3 qPCR Mix,

> AERGRTFEWAREERTH, AMEATImRSHEGET, AMEATRERNZR, NMEERTEHEEEN,
> NTENZEMERE, BEERIRITES—XETFERE,

fERAE:

1. PCRIRMIERINBEHE

a. JFEA &, 3000-8000 X gB L1438, DARGFF RN 51Tk, BEIMA400ulEa0UK, SEEiFETFHERIER, R
JEEONPREEOLR, HAHEEEREREWITIRS, 154000 2.5uM eachfyPrimer Mix, B4k # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. FlfRHIESPCR M FT TR & MIEK, SYBR Green qPCR Mix 52 RRIF RS G E T KB L8kEN, HEMH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%) (D7501/D7503/D7507)8(BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji54¢%)) (D7509).

c. BE RRIERZRIUKA FIEEPCRRMIKR, LA6FLIFIBeyoFast™ SYBR Green gPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
H1: JEESIWLIKRIERN0.2-0.5uM eachi IS RAFIIRETIRCEE, HARIBEME0.1-1.0uM eachyEEIATES P&
W,
H2: WMEDNAERAFEPAL-10ng cDNANSEHE, FARYAMBERESERBERPEERF, EHE RIINK
WA SO AR TR SRR RE, DA E SRR 2, RT-PCRMIFEIMCDNAEZE AR, HRMEAEET
PCRZ FLEARII10%,
W3 9L IR R AR 920], AT DURIBSERRSERn 7R oK, T2y Reigs/ R MIA R,
W4 ABOZEAINNRAIBA M R,

d. ABHSRREUITIRS S EM VortexiRs], HEiRELERD, HRAERRETER, MM HBeyoFuge™ EA T ML ES O
(EEX, 2500rpm) (E6758)HHF THEE L,

e. HREFHPCRRNEBPCRRMRE TRIEERPCRIN I, FFIHEEPCRRI,

2. PCRIZFIFE:
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fEReal-time PCRM AT/ THARAITIZ M, J@H BEENISC 2505, HZolm GCHRMUE YK M %5-105 %0, ARFE
ABI QuantStudio™ 6 Flex#é )& & PCRIHH:

AN 95°C 25341

5Pk 95°C 1580,

JBK/FEfH: 60°C 15-30F);

BEESEDAS B, SIL40MER,

FRINER M7 (FTHE): 95°C 158, 60°C 1589, 95°C 15%);

5O E B PCRIVIRBERI R 0BT SR
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E: DLERBINEIQPCRR MRS, (MfESH, LR N AAFRENR, SIYFMEEARTT SR, FRERER. 517, BIOR
BR RUIRE RN 5, FHRRE ELBIOR S/ N ONAA R, IR IEQPCR, AR = 1KqPCR, KRR K /TN
JE—#72°C 30%), BE/EEESED, cEIANX —SEIL40MEIARTAT,
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1. ANAZ51¥A:
P RS et (2B
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000/X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000X
QHO00081 Human PPIH gPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZS, (BRI =FTCEMELR TR, 7 A2 A HPRT18
RNA18SSENNS, NIEZNHRIISEIRRR, LIRS 1Pn] Z# f [5-6],
2. INENSEIYIX

RS P AR %
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
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QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000/X
QM00054 Mouse Tbhp gqPCR Primer Pair 200/1000¢k
P9
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QM00078 Mouse Rplpl gPCR Primer Pair 200/1000¢k
pIpl g
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
ping
QM00086 Mouse Sdha gPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

i M AGapdh, Rplp0. Actb, TubbfIB2mfEANZS, HURX=FILHEMHELRFTR, A HEAHprt1sRnl8s
TERNS, WIREHERSERICR, RIRS a2 H[5-6],
3. E[KDNA (gDNA)5 ¥4 (F T gDNATS Getaiil) :

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M 4E#7:

k] 2 B A TR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml

il
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+7) 100/500%K
FASAO011-1pc BeyoGold™ i Il IR
FSF002 ®ICE B PCRAIRE(ABI772) 20/
FSF035-100pcs BeyoGold™)aE & PCR A BRI 5UR) 1007 /E4%
FSF039-20pcs BeyoGold™ e s PCRAIEIARE (B, BEC9345) 207 /0%
FSF039-100pcs BeyoGold™ e s PCRAEMR IR (R B, i 1157 4) 1007 /e
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHEE (0.2ml, 2%, JEH) 1258E/&, 108/
FTUB333 wWHEEZEPCRAYCTLIR (ABIJFZE) 204 /E3E
FTUB384 SOEE BPCRAI3844LR (ABI S %) 205 /B0
FTUB335-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™# )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
FTUB337-5bxs BeyoGold™Ze e B PCRAIGFLIR(0.2ml, 4714, EHH) 100N/&, 5E/F8
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